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Kimutatas a magyarorszagi vadaskertekrol.
Orszagos Vadgazdalkodasi Adattar, Godollo.

A 1V/2-es vadgazdalkodasi korzet foldrajzi elhelyezkedése.

A becsiilt vaddiszndallomany eloszldsa a IV/2-es vadgazdalkodasi
korzetben.

A vaddisznoé hasznositas eloszlasa a IV/2-es vadgazdalkodasi korzetben.

Az érmes kanok eloszlasa és mindsitése a [V/2-es vadgazdalkodasi
korzetben.

A SEFAG Rt. vadaszteriiletei a vaddisznoskertekkel.
ATNEZETI TERKEP, Vizsgalt vaddisznoskertek.

SEFAG RT. Zselici Erdészet, ROPOLYT vaddisznoskert.
SEFAG RT. Zselici Erdészet, SASOSTOI vaddisznoskert.
SEFAG RT. Kaposvari Erdészet, TOTFALUSI vaddisznéskert.

A tiidoféreg-fertdzottség statisztikai elemzése vizsgalati helyszinek
szerint.

A tiidoféreg-fert6zottség statisztikai elemzése a malac korcsoportban
vizsgalati helyszinek szerint.

A tiidoféreg-fert6zottség statisztikai elemzése a siildé korcsoportban
vizsgalati helyszinek szerint.

A tidoféreg-fertdzottség statisztikai elemzése a felndtt korcsoportban
vizsgalati helyszinek szerint.

Az ivar szerint elkiilonitett korcsoportok tiidéféreg-fert6zottségének
statisztikai elemzése.

A tidoféreg-fertdzottség és a testtomeg kozotti kapcesolat statisztikai
elemzése korcsoportok szerint.

Az idésoros elemzés statisztikai kiértékelése a Ropolyi kertben.
Az id6soros elemzés statisztikai kiértékelése a Sasostoi kertben.
Az id6soros elemzés statisztikai kiértékelése a Totfalusi kertben.
Az id6soros elemzés statisztikai kiértékelése a szabad teriileten.

A Taenia hydatigena-cysticercosis eléfordulasa és az eredmények
statisztikai Osszehasonlitasa vizsgalati helyszinek szerint.

Az ivar és korcsoport szerint elkiilonitett vaddiszndk cysticercus
tenuicollis fert6zottsége.

Ertesités giimokor eléfordulasarél vaddisznoban.

OALI Kaposvari Intézete, Kaposvar.

Vizsgalati eredmény kozlése.

OALI, Kaposvari Intézete, Kaposvar.

A novemberi idOpontban elejtett malacok testtomegének statisztikai
Osszehasonlitdsa vizsgalati helyszinek szerint.

A novemberi idOpontban elejtett siildok testtomegének statisztikai
Osszehasonlitasa vizsgalati helyszinek szerint.

A novemberi idOpontban elejtett kifejlett egyedek testtomegének
statisztikai Osszehasonlitasa vizsgalati helyszinek szerint.



14-4. Melléklet:

14-5. Melléklet:

15-1. Melléklet:

15-2. Melléklet:

A tél eleji €s a tél végi zsigerelt testtomegek statisztikai 6sszehasonlitasa
korcsoportonkénti bontasban.

Az ivar és korcsoport szerint elkiilonitett vaddisznok zsigerelt
testtomegének statisztikai dsszehasonlitasa.

Az ivar és korcsoport szerint elkiilonitett vaddisznok vesezsir-indexeinek
statisztikai 0sszehasonlitasa.

A vizsgalati helyszinek szerint elkiilonitett vaddisznok vesezsir-
indexeinek statisztikai 6sszehasonlitasa.



Magyarorszagi vadaskertek

Megye Teriilet(ha) | gim | dim | 6z | vaddiszné | muflon | szika

Bacs-Kiskun 1 1,200.0 420 | 18 26

Bacs-Kiskun 2 98.0 40

Bics-Kiskun 3 613.0] 35 50 165

Bics-Kiskun 4 599.0] 40 50 | 50 152

Bics-Kiskun 5 453.3 350

Baranya 1 400.0 150

Baranya 2 800.0{ 180 | 20 50

Baranya 3 470.0 120

Baranya 4 300.0 100

Baranya 5 301.3 7

Békés 1 167.4 74

Békés 2 120.0 60

Békés 3 665.0 201 | 8 10

Békés 4 236.0 46

Borsod-Abaiij-Zemplén 1 119.8 93

Borsod-Abauj-Zemplén 2 1590, 4 27 105

Borsod-Abaij-Zemplén 3 511.4| 30 22 | 30 60 55

Csongrad 1 302.0 ?

Fejér 1 1,127.3| 282 71 203 166 59

Fejér 2 1,160.5| 361 | 99 | 31 313

Fejér 3 510.0] ? ? ?

Fejér 4 415.0 32 65 250

Fejér 5 338.3 2

Fejér 6 155.7 17 56

Fejér 7 436.0 11 | 38 220

Fejér 8 653.0] 235 | 112 | 33 120 98

Fejér 9 874.7| 70 35 | 45 100 42

Gydér-Moson-Sopron 1 313.0 7

Hajda-Bihar 1 239.0 50

Hajdii-Bihar 2 230.0 50

Hajda-Bihar 3 454.1f 1507 200?

Hajda-Bihar 4 325.4 7

Heves 1 290.0 70 30

Heves 2 228.7 T ?

Heves 3 254.8 2

Heves 4 253.9 200 60

Heves 5 274.0 129 73

Heves [ 7 ? 2

Komairom-Esztergom 1 377.4 ?

Komarom-Esztergom 2. 522.1 2

Komirom-Esztergom 3 1,038.6] 2 ?

Komirom-Esztergom 4 921.0 200 20

Komirom-Esztergom S 480.0 40

Komirom-Esztergom 6 122.5 240

Komirom-Esztergom 7 300.8] 90 350

Komirom-Esztergom 8 322.8 220 50

Nograd 1 231.9] 50 30 | 50 200 30

Nograd 2 275.6 7

Pest 1 10.0f 5 3 14 6

Pest 2 22991 40 210

Pest 3 220.0( 160 30 140

Pest 4 269.6 2

Pest 5 201.5 ?

Pest 6 282.6] 120 40

Pest 7 438.3 7

Pest 8 186.0 550

Pest 9 1,744.8| 240 | 220 650 190

Pest 10 370.0f 110 50 180 20

Pest 11 171.7 60 0

Pest 12 830.0] 55 320 Q@a’&\\

Pest 13 500.9 2 ? K %N

Pest 14 2125 ? e %)

Pest 15 676.1 15 | 20 (S 3>

\ &
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1. Melléklet: Kimutatds a magyarorszagi vadaskertekrol.
Orszagos Vadgazdalkodasi Adattar, Godollo.



Magyarorszigi vadaskertek

Megpye Teriilet(ha) | gim [ dam| 6z | vaddiszné | muflon | szika
Somogy 1 134.0 250
Somogy 2 258.0 170
Somogy 3 210.6 ?
Somogy 4 211.5 130
Somogy 5 219.0 260
Somogy 6 210.6 2
Somogy 7 215.8 ?
Somogy 8 312.2 140
Somogy 9 188.0 100
Somogy 10 177.2 170
Somogy 11 155.00 20 | 100 10
Somogy 12 265.3 &
Somogy 13 299.2 150
Somogy 14 2054 130
Somogy 15 605.6] 330 | 10 | 75 72
Somogy 16 399.0 100
Somogy 17 196.0 189
Somogy 18 54.0 10 45
Szabolcs-Szatmar-Bereg 1 500.0 102 | 30 65
Szabolcs-Szatmar-Bereg 2 150.0 27 | 15 150 32
Szabolcs-Szatmar-Bereg 3 335.0 200
Szabolcs-Szatmar-Bereg 4 500.0 45 | 50 400 12
Szabolcs-Szatmar-Bereg 5 254.4 9 70 17
Tolna 1 263.0 96
Tolna 2 13,298.1
Tolna 3 697.1( 7 & ?
Tolna 4 747.1 ?
Tolna 5 387.0 102
Tolna 6 716.0 540
Tolna 7 7,376.0] 260 |2900| 35 330
Vas 1 524.9 ?
Veszprém 1 64.4 106
Veszprém 2 248.1 110
Veszprém 3 300.3 jogi rendezés alatt
Veszprém 4 416.2 ?
Veszprém 5 322.6 120
Veszprém 6 3,891.4 460 155 430
Zala 1 92.2 140
Zala 2 205.7 70
Zala 3 329.0 80
Zala 4 23145 100
Zala 5 210.3 155
Zala 6 309.6 100
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Vadallomany IV/2. kdorzet (2000. tavasz)

Vaddiszné
+ 1pont=5
,"\/ Megye hatar
. . ORSZAGOS YADGAZDALKODAS| ADATTAR
E KOI’ZBt halar SZIE Vadbiclogial és Vadgazdalkodasi Tanszék
Godolls, 2001.

3-1. Melléklet: A becsiilt vaddisznoallomany eloszlasa a IV/2-es vadgazdéalkodasi korzetben.



Vadgazdalkodas IV/2. korzet
(2000/2001. vadaszati év)

Vaddiszno leloves 11/1
1 pont =1
Megye hatar
gxarzet hatar ORSZAGOS VADGAZDALKODAS| ADATTAR
SZIE Vadbiologiai és Vadgazdalkodasi Tanszék
Godolig, 2001.

. Melléklet: A vaddiszn6 hasznositéas eloszlasa a IV/2-es vadgazdalkodasi korzetben.



Trofeabiralat [V/2. korzet (2000/2001. vadaszati év)

_,"‘—'w.f
J

Vaddiszno
Arany
£ 1 pont=1
Ezust
+ 1 pont=1
Bronz
+ 1 pont=1
7, Megye hatar ,
Kérzet hatar ORSZAGOS VADGAZDALKODAS! ADATTAR
SZIE Vadbiologiai és Vadgazdalkodasi Tanszaek
Gadalla, 2001,

4. Melléklet: Az érmes kanok eloszlasa és mindsitése a [V/2-es vadgazdalkodasi kdrzetben.
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5. sz. Melléklet

A SEFAG Rt. vadaszteriiletei a vaddisznéskertekkel

M=1: 385000

Jelmagyarazat

Vizsgilt kertek
[ Totfalusi kert
7] sasostoi kert
Ropolyi kert
Vadgazdilkodisi egységek
SEFAG-Zamirdi
SEFAG-Tharos
SEFAG-Segesd
SEFAG-Zselie
SEFAG-Zsitfapuszta
{17 SEFAG-Kozéprigoe
Vadgazdilkodiisi egységek(2)
SEFAG-Libod
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6. sz. Melléklet
ATNEZETI TERKEP
Vizsgalt vaddisznéskertek
M=1:25000

Telmagyarizat

Vaddisznoskertek
N Belss kerités
* Vaddisznoskert kerités
VageVonal
~Vadisztemla hatir
Elsdleges rendeltetés
Rendeltetés nélkoli
“ Fatermelés
B szap. anyag termelés
522 Vadgazdilkodis
B Telepiilés védelem
emészetvédelem
alajvédelem

N Bl Eoyeb (utép.binya)

EEE Kozjolsti
B Eeved




Jelmagyarazat

Vadaszeti - Szimbélumok

&6 Mo

Forras
Kut

v
v

Erdészeti és vadaszati épiilefs]

Magasles
Sozo

Nagyvad etetd

g
@
'

Bogohely
Barcogohely
Befogo udvar
Fedett magasles
Szoré

Dagonya

Foglalt forras

Vaddisznoskertek

~ Bels6 kerités

NVaddismésken kerités
|

| 1. Vadaszkert 2. Temyészkert

VageVonal

Vadaszterilet hatar

7. melléklet
SEFAG Rt. Zselici Erdészet
ROPOLYI vaddisznéskert

M=1:16.000




Jelmagyarazat

Vadaszeti - Szimbélumok

¢ X0 oo

Forras

Kat

v
v

Erdészeti és vadaszati épules

Magasles
Sozo

Nagyvad etetd

_<:>.
Q@
L]

Bégohely
Barcogohely
Befogo udvar
Fedett magasles
Szoré

Dagonya

Foglalt forras

AN Belsi kerites
vt

Vaddisznéskertek

t kerités

8. melléklet
SEFAG Rt. Zselici Erdészet
SASOSTOI vaddisznéskert
M=1:16.000

‘VageVonal

Vadaszterilet hatar

1. Vadaszkert 4. Kankert II.
2. Tenyészkert 5. Malackert
3. Kankert 1.

:fL
GF

SEFAG RT.
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Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 1: dosszes

Descriptive statistics
--No.of hosts-- ---Intensity--- Var/mean
Total Infected Prevalence Mean Median ratio*
Sample 1: 764 561 73.4% 4996 29.0  98.88
* Var/mean ratio is calculated including uninfected hosts as well

Bootstrap (BCa) confidence limits for the mean intensity

Sample mean intensity = 49.96
Sample size = 561

Number of bootstrap replications = 2000
(to change edit the file "bcaconf.par")

90% confidence limits: 45.41 to 54.12 (bootst. indices: 77, 1874)
95% confidence limits: 44.53 to 55.04 (bootst. indices: 35, 1931)

99% confidence limits: 43.16 to 56.60 (bootst. indices: 5, 1982)
WARNING: 99% limits are uncertain, increase the number of replications!

Bootstrap (BCa) confidence limits for the mean abundance

Sample mean abundance = 36.68
Sample size = 764

Number of bootstrap replications = 2000
(to change edit the file "bcaconf.par")

90% confidence limits: 33.15 to 40.02 (bootst. indices: 86, 1886 )
95% confidence limits: 32.68 to 40.85 (bootst. indices: 40, 1939)

99% confidence limits: 31.58 to 42.16 (bootst. indices: 6, 1985)
WARNING: 99% limits are uncertain, increase the number of replications!

10-1. Melléklet: A tiidéféreg-fertdzottség statisztikai elemzése vizsgalati helyszinek szerint.



Data selected for analysis
Sample 1: dropolydssz
Sample 2: dsasosdssz
Sample 3: dszabadossz
Sample 4: dtotfaludssz

Descriptive statistics

Sample 1:

Sample 2: 213

Sample 3:

Sample 4: 236

--No.of hosts-- ---Intensity--- Var/mean
Total Infected Prevalence Mean Median ratio*
213 155 72.8% 28.18 20.0 28.96
176 82.6% 73.11  40.0 112.08
102 75 73.5% 4525 28.0 89.04
155 65.7% 4773 25.0 98.24

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.728
Sample 2:
Sample 3:
Sample 4:

0.826
0.735
0.657

( 155 infected individuals out of 213)
( 176 infected individuals out of 213)
( 75 infected individuals out of 102)
( 155 infected individuals out of 236)

Chi-square statistic = 16.555 df=3  Min. expected count: 27.1
P-value = 0.001

Fisher's exact test for comparing prevalences

Sample prevalences

Sample 1:
Sample 2:
Sample 3:
Sample 4:

0.728
0.826
0.735
0.657

( 155 infected individuals out of 213)
( 176 infected individuals out of 213)
( 75 infected individuals out of 102)
( 155 infected individuals out of 236)

Exact p-value (2-sided) = 0.001

Mood's median test for comparing median intensities

Number of  Median
infected hosts intensity

Sample 1: 155 20.0
Sample 2: 176 40.0
Sample 3: 75 28.0
Sample 4: 155 25.0
Combined sample: 561 29.0
Number of values below/above the combined median
(LE) (GT)
Sample 1: 64
Sample 2: 111
Sample 3: 36
Sample 4: 69

Exact p-value (2-sided) = 0.000




Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 1: dosszkoresl

Descriptive statistics

--No.of hosts-- ---Intensity---  Var/mean
Total Infected Prevalence Mean Median  ratio*
Sample 1: 68 42 61.8% 40.05 20.5 109.36

* Var/mean ratio is calculated including uninfected hosts as well

Data selected for analysis
Sample 1: dropolykorcsl
Sample 2: dsasoskorcsl
Sample 3: dszabadkorcsl
Sample 4: dtotfkorcsl

Descriptive statistics

--No.of hosts-- ---Intensity---  Var/mean

Total Infected Prevalence Mean Median ratio*®
Sample 1: 19 15 78.9% 28.53 25.0 23.82
Sample 2: 10 7 70.0% 67.00 50.0 106.00
Sample 3: 5 3 60.0% 91.33 15.0 231.55
Sample 4: 34 17 50.0% 30.06 15.0 127.73

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.789 ( 15 infected individuals out of 19)
Sample 2: 0.700 ( 7 infected individuals out of 10)
Sample 3: 0.600 ( 3 infected individuals out of 5)
Sample 4: 0.500 ( 17 infected individuals out of 34)

Chi-square statistic= 4.662 df=3  Min. expected count: 1.9
P-value = 0.198

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.789 (15 infected individuals out of 19)
Sample 2: 0.700 ( 7 infected individuals out of 10)
Sample 3: 0.600 ( 3 infected individuals out of 5)
Sample 4: 0.500 ( 17 infected individuals out of 34)

Exact p-value (2-sided) = 0.203

10-2. Melléklet: A tiidoféreg-fert6zottség statisztikai elemzése a malac korcsoportban
vizsgalati helyszinek szerint.



Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 2: dosszkorcs2

Descriptive statistics
--No.of hosts-- ---Intensity--- Var/mean
Total Infected Prevalence Mean Median ratio*®
Sample 2: 243 181 74.5% 47.67  27.0 118.86

* Var/mean ratio is calculated including uninfected hosts as well

Data selected for analysis
Sample 1: dropolykorcs2
Sample 2: dsasoskorcs2
Sample 3: dszabadkorcs2
Sample 4: dtotfkorcs2

Descriptive statistics

--No.of hosts-- ---Intensity--- Var/mean

Total Infected Prevalence Mean Median ratio*
Sample 1: 80 55 68.8% 26.98  20.0 27.09
Sample 2: 62 50 80.6% 55.80 28.5 155.54
Sample 3: 37 27 73.0% 4578 30.0 12547
Sample 4: 64 49 76.6% 63.63 32.0 118.53

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.688 ( 55 infected individuals out of 80)
Sample 2: 0.806 ( 50 infected individuals out of 62)
Sample 3: 0.730 ( 27 infected individuals out of 37)
Sample 4: 0.766 ( 49 infected individuals out of 64)

Chi-square statistic= 2.812 df=3  Min. expected count: 9.4
P-value = 0.421

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.688 ( 55 infected individuals out of 80)
Sample 2: 0.806 ( 50 infected individuals out of 62)
Sample 3: 0.730 ( 27 infected individuals out of 37)
Sample 4: 0.766 (49 infected individuals out of 64)

Exact p-value (2-sided) = 0.428

10-3. Melléklet: A tiidoféreg-fert6zottség statisztikai elemzése a siildé korcsoportban
vizsgalati helyszinek szerint.



Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 3: dosszkorcs3

Descriptive statistics

--No.of hosts-- ---Intensity---  Var/mean
Total Infected Prevalence Mean Median ratio*
Sample 1: 68 42 61.8% 40.05 20.5 109.36
Sample 2: 243 181 74.5% 47.67 27.0 118.86
Sample 3: 453 338 74.6% 52.42 30.0 87.82

* Var/mean ratio is calculated including uninfected hosts as well

Data selected for analysis
Sample 1: dropolykorcs3
Sample 2: dsasoskorcs3
Sample 3: dszabadkorcs3
Sample 4: dtottkorcs3

Descriptive statistics

--No.of hosts-- ---Intensity--- Var/mean
Total Infected Prevalence Mean Median ratio*
Sample 1: 114 85 74.6% 28.89  20.0 31.24

Sample 2: 141 119 84.4% 80.74 45.0  98.39
Sample 3: 60 45 75.0% 41.87 280 5131
Sample 4: 138 89 64.5% 4235 250  71.08

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.746 ( 85 infected individuals out of 114)
Sample 2: 0.844 (119 infected individuals out of 141)
Sample 3: 0.750 ( 45 infected individuals out of 60)
Sample 4: 0.645 ( 89 infected individuals out of 138)

Chi-square statistic = 14.593 df=3  Min. expected count: 15.2
P-value = 0.002

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.746 ( 85 infected individuals out of 114)
Sample 2: 0.844 (119 infected individuals out of 141)
Sample 3: 0.750 ( 45 infected individuals out of 60)
Sample 4: 0.645 ( 89 infected individuals out of 138)

Exact p-value (2-sided) = 0.002

10-4. Melléklet: A tiiddéféreg-fertdzottség statisztikai elemzése a felndtt korcsoportban
vizsgalati helyszinek szerint.



Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 1: kandsszes
Sample 2: kocadsszes

Descriptive statistics

--No.of hosts-- ---Intensity--- Var/mean
Total Infected Prevalence Mean Median ratio*
Sample 1: 374 278 74.3% 57.32  30.5 107.00
Sample 2: 390 283 72.6% 4272 25.0 86.36

* Var/mean ratio is calculated including uninfected hosts as well

Data selected for analysis
Sample 1: emsemalac
Sample 2: kanmalac

Descriptive statistics

--No.of hosts-- ---Intensity--- ~ Var/mean
Total Infected Prevalence Mean Median ratio*®
Sample 1: 34 22 64.7% 50.59 27.5 103.69
Sample 2: 34 20 58.8% 2845 135 117.47

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.647 ( 22 infected individuals out of 34)

Sample 2: 0.588 (20 infected individuals out of 34)
Chi-square statistic= 0.249 df=1  Min. expected count: 13.0
P-value = 0.618

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.647 ( 22 infected individuals out of 34)

Sample 2: 0.588 (20 infected individuals out of 34)

Exact p-value (2-sided) = 0.803

10-5. Melléklet: Az ivar szerint elkiilonitett korcsoportok tiidoféreg-fert6zottségének

statisztikai elemzése.



Bootstrap 2-sample t-test for comparing mean intensities

Sample 1 Sample 2
Sample sizes = 22 20
Sample means = 50.591 28.450
Sample std.s =  66.237 55.350
t-statistic = 1.179

Number of bootstrap replications = 2000 (to change edit the file "2samboot.par")

Bootstrap p-value (two-sided) = 0.2650

Bootstrap 2-sample t-test for comparing mean abundances

Sample 1 Sample 2
Sample sizes = 34 34
Sample means = 32.735  16.735
Sample std.s =  58.260  44.338
t-statistic = 1.274

Number of bootstrap replications = 2000 (to change edit the file "2samboot.par")

Bootstrap p-value (two-sided) = 0.2170

Data selected for analysis
Sample 1: emsesiildd
Sample 2: kansiildo

Descriptive statistics

--No.of hosts-- ---Intensity---  Var/mean

Total Infected Prevalence Mean Median ratio*
Sample 1: 130 98 75.4% 44 91 23.0 121.55
Sample 2: 113 83 73.5% 50.93 30.0 116.88

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.754 ( 98 infected individuals out of 130)
Sample 2: 0.735 ( 83 infected individuals out of 113)

Chi-square statistic= 0.119 df=1  Min. expected count: 28.8
P-value = 0.730




Fisher's exact test for comparing prevalences
Sample prevalences
Sample 1: 0.754 ( 98 infected individuals out of 130)
Sample 2: 0.735 ( 83 infected individuals out of 113)

Exact p-value (2-sided) = 0.769

Bootstrap 2-sample t-test for comparing mean intensities

Sample 1 Sample 2
Sample sizes = 98 83
Sample means = 44.908 50.928
Sample std.s =  70.504 72.628
t-statistic = -0.563

Number of bootstrap replications = 2000 (to change edit the file "2samboot.par")

Bootstrap p-value (two-sided) = 0.5750

Bootstrap 2-sample t-test for comparing mean abundances

Sample 1 Sample 2
Sample sizes = 130 113
Sample means = 33.854  37.407
Sample std.s =  64.148  66.123
t-statistic = -0.424

Number of bootstrap replications = 2000 (to change edit the file "2samboot.par")

Bootstrap p-value (two-sided) = 0.6545

Data selected for analysis
Sample 1: kanfelnott
Sample 2: kocafelndtt

Descriptive statistics

--No.of hosts-- ---Intensity--- ~ Var/mean
Total Infected Prevalence Mean Median ratio*®
Sample 1: 227 175 77.1% 63.66 34.0 100.14
Sample 2: 226 163 72.1% 40.35 25.0 60.58

* Var/mean ratio is calculated including uninfected hosts as well




Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.771 (175 infected individuals out of 227)
Sample 2: 0.721 (163 infected individuals out of 226)

Chi-square statistic= 1.476 df=1  Min. expected count: 57.4
P-value = 0.224

Fisher's exact test for comparing prevalences
Sample prevalences
Sample 1: 0.771 (175 infected individuals out of 227)
Sample 2: 0.721 (163 infected individuals out of 226)

Exact p-value (2-sided) = 0.236

Bootstrap 2-sample t-test for comparing mean intensities

Sample I  Sample 2

Sample sizes = 175 163
Sample means = 63.657  40.350
Sample std.s = 73.820  44.631
t-statistic = 3.540

Number of bootstrap replications = 2000 (to change edit the file "2samboot.par")

Bootstrap p-value (two-sided) = 0.0020

Bootstrap 2-sample t-test for comparing mean abundances

Sample I  Sample 2
Sample sizes = 227 226
Sample means = 49.075 29.102
Sample std.s = 70.103 41.988
t-statistic = 3.680

Number of bootstrap replications = 2000 (to change edit the file "2samboot.par")

Bootstrap p-value (two-sided) = 0.0005
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Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 1: ropolyl
Sample 2: ropoly?2
Sample 3: ropoly3+4
Sample 4: ropoly5+6

Descriptive statistics

--No.of hosts-- ---Intensity--- Var/mean

Total Infected Prevalence Mean Median ratio*
Sample 1: 23 16 69.6% 24.00 17.5 28.83
Sample 2: 33 25 75.8% 26.28 25.0 22.14
Sample 3: 70 55 78.6% 2695 17.0 24.13
Sample 4: 87 59 67.8% 31.27 25.0 35.94

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.696 ( 16 infected individuals out of 23)
Sample 2: 0.758 (25 infected individuals out of 33)
Sample 3: 0.786 (55 infected individuals out of 70)
Sample 4: 0.678 (59 infected individuals out of 87)

Chi-square statistic = 2.534 df=3  Min. expected count: 6.3
P-value = 0.469

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.696 ( 16 infected individuals out of 23)
Sample 2: 0.758 ( 25 infected individuals out of 33)
Sample 3: 0.786 ( 55 infected individuals out of 70)
Sample 4: 0.678 (59 infected individuals out of 87)

Exact p-value (2-sided) = 0.474

10-7. Melléklet: Az id6soros elemzés statisztikai kiértékelése a Ropolyi kertben.



Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 1: sdsos6+7 Sample 2: sasostol
Sample 3: sasostd2 Sample 4: sasostod3
Sample 5: sasosto4 Sample 6: sasostdS

Descriptive statistics

--No.of hosts-- ---Intensity--- Var/mean

Total Infected Prevalence Mean Median ratio*
Sample 1: 39 32 82.1% 40.69 24.0 63.70
Sample 2: 24 17 70.8% 21.76  20.0 25.73
Sample 3: 17 11 64.7% 3591  30.0 18.55
Sample 4: 48 43 89.6% 115.16 103.0 76.18
Sample 5: 58 51 87.9% 95.27  65.0 125.14
Sample 6: 27 22 81.5% 4495 20.5 143.11

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.821 ( 32 infected individuals out of 39)
Sample 2: 0.708 ( 17 infected individuals out of 24)
Sample 3: 0.647 ( 11 infected individuals out of 17)
Sample 4: 0.896 ( 43 infected individuals out of 48)
Sample 5: 0.879 ( 51 infected individuals out of 58)
Sample 6: 0.815 ( 22 infected individuals out of 27)

Chi-square statistic= 8.918 df=5  Min. expected count: 3.0

P-value= 0.112

WARNING: Some expected counts ( 3 out of 12) were less than 5.
Consider using Fisher's exact test!

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.821 ( 32 infected individuals out of 39)
Sample 2: 0.708 ( 17 infected individuals out of 24)
Sample 3: 0.647 ( 11 infected individuals out of 17)
Sample 4: 0.896 ( 43 infected individuals out of 48)
Sample 5: 0.879 ( 51 infected individuals out of 58)
Sample 6: 0.815 ( 22 infected individuals out of 27)

Exact p-value (2-sided) = 0.115

10-8. Melléklet: Az idGsoros elemzés statisztikai kiértékelése a Sasostoi kertben.



Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 1: totfalul Sample 2: tétfalulO
Sample 3: totfalu2 Sample 4: totfalu3
Sample 5: totfalu4 Sample 6: tétfalus
Sample 7: totfalu6 Sample 8: totfalu7
Sample 9: totfalu8 Sample 10: totfalu9

Descriptive statistics

--No.of hosts-- ---Intensity--- Var/mean

Total Infected Prevalence Mean Median ratio*
Sample 1: 42 31 73.8% 47.13  30.0 68.97
Sample 2: 9 7 77.8% 28.00 33.0 22.06
Sample 3: 14 12 85.7% 62.50 22.5 91.86
Sample 4: 24 19 79.2% 26.21 25.0 15.61
Sample 5: 15 10 66.7% 52.50 40.0 50.51
Sample 6: 29 11 37.9% 26.45 14.0 41.48
Sample 7: 16 13 81.3% 126.15 92.0 158.60
Sample 8: 26 19 73.1% 53.79  29.0 86.41
Sample 9: 25 12 48.0% 16.00 13.5 20.01
Sample 10: 29 15 51.7% 31.20 10.0 89.25

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences

Sample 1: 0.738 ( 31 infected individuals out of 42)
Sample 2: 0.778 (7 infected individuals out of 9)

Sample 3: 0.857 ( 12 infected individuals out of 14)
Sample 4: 0.792 (19 infected individuals out of 24)
Sample 5: 0.667 ( 10 infected individuals out of 15)
Sample 6: 0.379 ( 11 infected individuals out of 29)
Sample 7: 0.813 ( 13 infected individuals out of 16)
Sample 8: 0.731 ( 19 infected individuals out of 26)

WARNING: Max. number of samples in this procedure is 8.
Only the first 8 samples are used.

Chi-square statistic= 18.413 df=7  Min. expected count: 2.7
P-value = 0.010

Fisher's exact test for comparing prevalences

Sample prevalences Exact p-value (2-sided) = 0.008

10-9. Melléklet: Az idésoros elemzés statisztikai kiértékelése a Totfalusi kertben.



Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 1: szabadl Sample 2: szabad?2
Sample 3: szabad3 Sample 4: szabad4
Sample 5: szabad5+6+7

Descriptive statistics

--No.of hosts-- ---Intensity--- Var/mean

Total Infected Prevalence Mean Median ratio*
Sample 1: 23 21 91.3% 3824  35.0 14.13
Sample 2: 17 15 88.2% 5727 30.0 163.15
Sample 3: 7 2 28.6% 8.50 8.5 8.76
Sample 4: 14 7 50.0% 28.57 13.0 68.43
Sample 5: 26 21 80.8% 48.52 270 69.72

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.913 ( 21 infected individuals out of 23)
Sample 2: 0.882 (15 infected individuals out of 17)
Sample 3: 0.286 ( 2 infected individuals out of 7)
Sample 4: 0.500 ( 7 infected individuals out of 14)
Sample 5: 0.808 ( 21 infected individuals out of 26)

Chi-square statistic = 18.421 df=4  Min. expected count: 1.7

P-value = 0.001

WARNING: Some expected counts ( 3 out of 10) were less than 5.
Consider using Fisher's exact test!

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.913 ( 21 infected individuals out of 23)
Sample 2: 0.882 ( 15 infected individuals out of 17)
Sample 3: 0.286 ( 2 infected individuals out of 7)
Sample 4: 0.500 ( 7 infected individuals out of 14)
Sample 5: 0.808 ( 21 infected individuals out of 26)

Exact p-value (2-sided) = 0.001

10-10. Melléklet: Az idGsoros elemzés statisztikai kiértékelése a szabad teriileten.



Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 1: hoélyagropolykorr
Sample 2: holyagsasoskorr
Sample 3: holyagszabadkorr
Sample 4: holyagtotfkorr

Descriptive statistics

--No.of hosts-- ---Intensity--- Var/mean
Total Infected Prevalence Mean Median ratio*
Sample 1: 213 16 7.5% 1.00 1.0 0.93
Sample 2: 213 9 4.2% 1.00 1.0 0.96
Sample 3: 102 7 6.9% 1.00 1.0 0.94
Sample 4: 236 5 2.1% 1.00 1.0 0.98

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.075

Sample 2: 0.042
Sample 3: 0.069
Sample 4: 0.021

Chi-square statistic= 8.172 df=3
P-value = 0.043

( 16 infected individuals out of 213)
(9 infected individuals out of 213)
(7 infected individuals out of 102)
(5 infected individuals out of 236)

Min. expected count: 4.9

WARNING: Some expected counts ( 1 out of 8) were less than 5.

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.075

Sample 2: 0.042
Sample 3: 0.069
Sample 4: 0.021

Exact p-value (2-sided) = 0.034

( 16 infected individuals out of 213)
(9 infected individuals out of 213)
(7 infected individuals out of 102)
(5 infected individuals out of 236)

11-1. Melléklet: A Taenia hydatigena-cysticercosis eléfordulasa és az eredmények
statisztikai Osszehasonlitasa vizsgalati helyszinek szerint.



Data selected for analysis
Sample 1: holyagropolykorr
Sample 2: holyagsasoskorr

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.075 ( 16 infected individuals out of 213)
Sample 2: 0.042 ( 9 infected individuals out of 213)

Chi-square statistic= 2.082 df=1  Min. expected count: 12.5
P-value = 0.149

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.075 ( 16 infected individuals out of 213)
Sample 2: 0.042 (9 infected individuals out of 213)

Exact p-value (2-sided) = 0.215
Bootstrap p-value (two-sided) = 0.1530

Data selected for analysis
Sample 1: holyagsasoskorr
Sample 2: holyagtotfkorr

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.042 (9 infected individuals out of 213)
Sample 2: 0.021 ( 5 infected individuals out of 236)

Chi-square statistic= 1.645 df=1  Min. expected count: 6.6
P-value = 0.200

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.042 (9 infected individuals out of 213)
Sample 2: 0.021 (5 infected individuals out of 236)

Exact p-value (2-sided) = 0.278




Data selected for analysis
Sample 1: holyagsasoskorr
Sample 2: hoélyagszabadkorr

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.042 (9 infected individuals out of 213)
Sample 2: 0.069 ( 7 infected individuals out of 102)

Chi-square statistic= 0.995 df=1  Min. expected count: 5.2
P-value = 0.319

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.042 (9 infected individuals out of 213)
Sample 2: 0.069 (7 infected individuals out of 102)

Exact p-value (2-sided) = 0.411

Data selected for analysis
Sample 1: holyagropolykorr
Sample 2: holyagtotfkorr

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.075 ( 16 infected individuals out of 213)
Sample 2: 0.021 (5 infected individuals out of 236)

Chi-square statistic= 7.304 df=1  Min. expected count: 10.0
P-value = 0.007

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.075 ( 16 infected individuals out of 213)
Sample 2: 0.021 ( 5 infected individuals out of 236)

Exact p-value (2-sided) = 0.007




Data selected for analysis
Sample 1: holyagropolykorr
Sample 2: hoélyagszabadkorr

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.075 ( 16 infected individuals out of 213)
Sample 2: 0.069 ( 7 infected individuals out of 102)

Chi-square statistic= 0.043 df=1  Min. expected count: 7.4
P-value = 0.836

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.075 ( 16 infected individuals out of 213)
Sample 2: 0.069 (7 infected individuals out of 102)

Exact p-value (2-sided) = 1.000

Data selected for analysis
Sample 1: holyagszabadkorr
Sample 2: holyagtotfkorr

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.069 (7 infected individuals out of 102)
Sample 2: 0.021 (5 infected individuals out of 236)

Chi-square statistic= 4.681 df=1  Min. expected count: 3.6

P-value = 0.030

WARNING: Some expected counts ( 1 out of 4) were less than 5.
Consider using Fisher's exact test!

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.069 (7 infected individuals out of 102)
Sample 2: 0.021 ( 5 infected individuals out of 236)

Exact p-value (2-sided) = 0.049




Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 1: hélyagemsesiildd
Sample 2: holyagkan
Sample 3: holyagkansiildé
Sample 4: holyagkoca

Descriptive statistics

--No.of hosts-- ---Intensity--- Var/mean
Total Infected Prevalence Mean Median ratio*
Sample 1: 130 2 1.5% 1.00 1.0 0.99
Sample 2: 227 13 5.7% 1.00 1.0 0.95
Sample 3: 113 2 1.8% 1.00 1.0 0.99
Sample 4: 226 20 8.8% 1.00 1.0 0.92

* Var/mean ratio is calculated including uninfected hosts as well

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.015 ( 2 infected individuals out of 130)
Sample 2: 0.057 ( 13 infected individuals out of 227)
Sample 3: 0.018 (2 infected individuals out of 113)
Sample 4: 0.088 ( 20 infected individuals out of 226)

Chi-square statistic= 12.191 df=3  Min. expected count: 6.0
P-value = 0.007

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.015 ( 2 infected individuals out of 130)
Sample 2: 0.057 ( 13 infected individuals out of 227)
Sample 3: 0.018 (2 infected individuals out of 113)
Sample 4: 0.088 ( 20 infected individuals out of 226)

Exact p-value (2-sided) = 0.006

11-2. Melléklet: Az ivar és korcsoport szerint elkiilonitett vaddisznok cysticercus tenuicollis
fertozottsége.



Quantitative Parasitology - version 2.0

Data selected for analysis
Sample 1: holyagkan
Sample 2: holyagkoca

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.057 ( 13 infected individuals out of 227)
Sample 2: 0.088 ( 20 infected individuals out of 226)

Chi-square statistic= 1.635 df=1  Min. expected count: 16.5
P-value = 0.201

Fisher's exact test for comparing prevalences

Sample prevalences
Sample 1: 0.057 ( 13 infected individuals out of 227)
Sample 2: 0.088 ( 20 infected individuals out of 226)

Exact p-value (2-sided) = 0.211

Data selected for analysis
Sample 1: holyagemsesiildé
Sample 2: holyagkansiildé

Chi-square test for comparing prevalences

Sample prevalences
Sample 1: 0.015 ( 2 infected individuals out of 130)
Sample 2: 0.018 (2 infected individuals out of 113)

Chi-square statistic= 0.020 df=1  Min. expected count: 1.9

P-value = 0.888

WARNING: Some expected counts ( 2 out of 4) were less than 5.
Consider using Fisher's exact test!

Fisher's exact test for comparing prevalences
Sample prevalences
Sample 1: 0.015 ( 2 infected individuals out of 130)
Sample 2: 0.018 ( 2 infected individuals out of 113)

Exact p-value (2-sided) = 1.000
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El6ado:

Dr. Nemes Csaba Kaposvari Allategészségiigyi Intézet

Kaposvar, Cseri ut 18. Tel: 311-922 Hiv.sz.:
Postacim: Kaposvar, Pf.101, 7401 Melleklet:
Telex: 13-302, Tel./fax: 316-931

MNB: 10039007-01740259

Cimzett: Somogy m-1

Allategészségiigyi és  Elelmiszer
Ellenérzd Allomas

Kaposvar

Ertesitjitkk, hogy Dr. Szabo Jozsef allatorvos kisérdirataval £ hé
22-én az Intézetbe érkezett a SEFAG RT (Kaposvar, Bajcsy Zs.
E. u 21. sz) totfalui wvaddisznos kertjébol szarmazo,
lesovanyodott, kilétt vaddisznd kan hulldjanak korbonctani és
korszovettani vizsgalata soran gimokorra utald elvaltozasokat
talaltunk.

A korokozd mycobacterium kitenyésztésére €s  pontos
meghatarozasara az elvaltozott szervekbdl muntat kildtink az
Orszagos Allategészségiigyi Intézetbe, melynek eredményérél
kb. 3 honap mulva fogjuk értesiteni.

Kaposvar, 2001, junius 27.

Dr. Méhesfalvi Jozsef 5\.:,.‘ Bllar, o Dr. Cséplo Attila (o

igazgatod ' osztalyvezetd

12. Melléklet: Ertesités giimOkor eléfordulasardl vaddiszndban.

OALI, Kaposvari Intézete, Kaposvar.
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Kaposvar

Hivatkozva KAE-226/2001. szama, 2001. junius 27-én  kelt
leveliinkre értesitjiikk, hogy a bekildott vaddiszné szervmintdibol
elvégzett bakteriologiai vizsgalat soran (melyet OAIl végzett)
Mycobacterium bovis-t izoldltunk.

Az izolalt torzs TCH-érzékenynek bizonyult.

Kaposvar, 2001. oktéber 27.

Dr. Méhesfalvi Jozsef ... Dr. Csépl6 Attila
igazgatos v osztalyvezetOsL




|ktatoszam: KAE- Targy: Vizsgalati
236/2002. eredmény kozlése
Eléado:

Dr. Nemes Csaba ]
Kaposvari Allategészségiigyi Intézet

Kaposvar, Cseri Gt 18. Tel: 311-922 Hiv.sz.:
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Telex: 13-302, Tel./fax: 316-931
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Cimzett: Dr. Vetd Andras
allatorvos

Kaposvar

Ertesitjiik, hogy a Sefag Rt. (Kaposvar, Bajesy Zs. u. 21.) Kaposvari
Erdészetének Ropoly pusztan elhelyezett befogott vaddisznomalac
allomanyabol . ho 18-an az intézetbe hozott 2, 19-én 1, malachulla
kérboncetani vizsgalata soran coli enterotoxaemiat allapitottunk meg.
A vékonybéltartalmakbol  kitenyésztett vérsejtoldd E. coli
baktériumok in  vitro  gydgyszerérzékenységl  vizsgalatanak
eredményét a mellékelt tablazat tatalmazza

A f. ho 20-an érkezett malachullaban heveny-gyomor bélhurutot ¢s
elhalasos vastagbélgyulladast talaltunk.

Bakteriologiai vizsgalattal korokozoét kitenyészteni nem tudtunk.

A bélsarak parazitologiai vizsgalataval az el6z6 2 hullaban kozepes
mennyis€gii, mig az utobbiban nagymennyiségii coccidium oocystat
mutattunk ki.

Kaposvar, 2002. jinius 25.

Dr. Méhesfalvi Jozsef : : 8 Dr. Csépl6 Attila
igazgatoo/ i - Vi osztalyvezetdsy

13. Melléklet: Vizsgalati eredmény kozlése.
OALI, Kaposvari Intézete, Kaposvar.



Oneway

Descriptives

TTOMMNOV
95% Confidence Interval
for Mean
Std. Lower Upper
N Mean Deviation Std. Error Bound Bound Minimum Maximum
1,00 10 20,1000 591514 1,87053 15,8686 24,3314 11,00 27,00
2,00 17 16,5882 3,62386 ,87891 14,7250 18,4515 10,00 24,00
3,00 15 17,4000 5,12417 1,32306 14,5623 20,2377 10,00 24,00
4,00 5 21,6000 2,60768 1,16619 18,3621 24,8379 18,00 25,00
Total 47 18,1277 481671 70259 16,7134 19,5419 10,00 27,00
ANOVA
TTOMMNOV
Sum of
Squares df Mean Square F Sig.
Between Groups 147,416 3 49,139 2,297 ,091
Within Groups 919,818 43 21,391
Total 1067.234 46
Post Hoc Tests
Multiple Comparisons
Dependent Variable: TTOMMNQOV
LSD
Mean
Difference 95% Confidence Interval
() TERULET  (J) TERULET (-J) Std. Error Sig. Lower Bound | Upper Bound
1,00 2,00 3,5118 1,84321 ,063 -,2054 7,2289
3,00 2,7000 1,88817 ,160 -1,1079 6,5079
4,00 -1,5000 253325 ,557 -6,6088 3,6088
2,00 1,00 -3,6118 1,84321 ,063 -7,2289 ,2054
3,00 -,8118 1,63841 ,623 -4,1159 2,4924
4,00 -5,0118* 2,35298 ,039 -9,7570 -,2665
3,00 1,00 -2,7000 1,88817 ,160 -6,5079 1,1079
2,00 8118 1,63841 623 -2,4924 4,1159
4,00 -4,2000 2,38837 ,086 -9,0166 ,6166
4,00 1,00 1,5000 2,53325 557 -3,6088 6,6088
2,00 5,0118" 2,35298 ,039 ,2665 9,7570
3,00 4.2000 2.38837 086 -,6166 9,0166

*. The mean difference is significant at the .05 level.

Jelmagyarazat: 1- Sasosté
2—- Ropoly
3= Totfalu
4- Szabad teriilet

14-1. Melléklet: A novemberi idopontban elejtett malacok testtomegének statisztikai dsszehasonlitasa
vizsgalati helyszinek szerint.



Oneway

Descriptives

TTOMSNOV
95% Confidence Interval
for Mean
Std. Lower Upper
N Mean Deviation Std. Error Bound Bound Minimum Maximum
1,00 62 47,5000 15,45459 1,96273 43,5753 51,4247 20,00 76,00
2,00 71 31,1408 7,63132 ,90567 29,3345 32,9471 21,00 60,00
3,00 37 45,0541 15,12530 2,48658 40,0110 50,0971 20,00 73,00
4,00 31 40,3871 11,64668 2,09181 36,1151 44 6591 20,00 70,00
Total 201 40,1741 14,30995 1,00935 38,1838 42 1645 20,00 76,00
ANOVA
TTOMSNOV
Sum of
Squares df Mean Square F Sig.
Between Groups 10003,567 3 3334,522 21,224 ,000
Within Groups 30951,338 197 157113
Total 40954905 200
Post Hoc Tests
Multiple Comparisons
Dependent Variable: TTOMSNOV
LSD
Mean
Difference 95% Confidence Interval
() TERULET  (J) TERULET (I-J) Std. Error Sig. Lower Bound | Upper Bound
1,00 2,00 16,3592* 2,17875 ,000 12,0625 20,6558
3,00 2,4459 2,60392 ,349 -2,6892 7,5811
4,00 7,1129* 2,75722 ,011 1,6754 12,5504
2,00 1,00 -16,3592* 2,17875 ,000 -20,6558 -12,0625
3,00 -13,9132* 2,54149 ,000 -18,9252 -8,9012
4,00 -9,2463* 2,69834 ,001 -14,5676 -3,9249
3,00 1,00 -2,4459 2,60392 ,349 -7,5811 2,6892
2,00 13.9132* 2,54149 ,000 8,9012 18,9252
4,00 4,6670 3,05196 ,128 -1,3518 10,6857
4,00 1,00 -7,1129* 2,75722 ,011 -12,5504 -1,6754
2,00 9,2463* 2,69834 ,001 3,9249 14,5676
3,00 -4 6670 3.05196 128 -10,6857 1,3518

*. The mean difference is significant at the .05 level.

Jelmagyardzat: 1- Sasosto
2- Ropoly
3= lotitala
4- Szabad tertilet

14-2. Melléklet: A novemberi idépontban elejtett siilddk testtdmegének statisztikai sszehasonlitisa
vizsgalati helyszinek szerint.



Oneway

Descriptives

TTOMFNOV
95% Confidence Interval
for Mean
Std. Lower Upper
N Mean Deviation Std. Error Bound Bound Minimum Maximum
1,00 141 93,0922 25,68905 2,16341 88,8150 97,3694 55,00 175,00
2,00 102 822745 | 21,77207 2,15576 77,9981 86,5509 40,00 152,00
3,00 90 79,6333 | 18,10112 1,90803 75,8421 83,4245 45,00 132,00
4,00 52 85,2115 15,79692 2,19064 80,8136 89,6094 52,00 123,00
Total 385 86,0156 22 49664 1,14653 83,7613 88,2699 40,00 175,00
ANOVA
TTOMFNOV
Sum of
Squares df Mean Square E Sig.
Between Groups 12188,218 3 4062,739 8,498 ,000
Within Groups 182153,69 381 478,094
Total 194341,91 384
Post Hoc Tests
Multiple Comparisons
Dependent Variable: TTOMFNOV
LSD
Mean
Difference 95% Confidence Interval
() TERULET  (J) TERULET (-J) Std. Error Sig. Lower Bound | Upper Bound
1,00 2,00 10,8177* 2,84217 ,000 5,2294 16,4060
3,00 13,4589* 2,95007 ,000 7,6584 19,2593
4,00 7,8807* 3,54751 ,027 ,9055 14,8558
2,00 1,00 -10,8177* 2,84217 ,000 -16,4060 -5,2294
3,00 2,6412 3,16217 ,404 -3,5763 8,8587
4,00 -2,9370 3,72576 431 -10,2627 4,3886
3,00 1,00 -13,4589* 2,95007 ,000 -19,2593 -7,6584
2,00 -2,6412 3,16217 ,404 -8,8587 3,5763
4,00 -5,5782 3,80871 144 -13,0669 1.9105
4,00 1,00 -7,8807* 3,54751 ,027 -14,8558 -,9055
2,00 2,9370 3,72576 431 -4,3886 10,2627
3,00 55782 3,80871 144 -1.9105 13,0669

*. The mean difference is significant at the .05 level.

Jelmagyarazat:

1- Sasostod
2- Ropoly
3= Lok falu
4- Szabad teriilet

14-3. Mell¢éklet: A novemberi idpontban elejtett kifejlett egyedek testtomegének statisztikai
dsszehasonlitdsa vizsgalati helyszinek szerint.




Descriptives

TTOMEG
95% Confidence Interval
for Mean
Std. Lower Upper
N Mean Deviation Std. Error Bound Bound Minimum Maximum
1,00 47 18,1277 4,81671 , 70259 16,7134 19,5419 10,00 27,00
2,00 21 17,2667 4,28093 ,93417 15,3180 19,2153 10,00 25,20
3,00 201 40,1741 14,30995 1,00935 38,1838 42,1645 20,00 76,00
4,00 42 38,9071 8,65849 1,33603 36,2090 41,6053 22,00 52,10
5,00 385 86,0156 22,49664 1,14653 83,7613 88,2699 40,00 175,00
6,00 68 78,1338 15,66076 1,89915 74,3431 81,9245 54,00 125,00
Total 764 64,5979 31,17330 1,12781 62,3839 66,8119 10,00 175,00

Dependent Variable: TTOMEG

Multiple Comparisons

LSD
Mean
Difference 95% Confidence Interval
(1) IDOKOR  (J) IDOKOR (I-J) Std. Error Sig. Lower Bound | Upper Bound
1,00 2,00 ,8610 4,82594 ,858 -8,6128 10,3348
3,00 -22,0465* 2,97896 ,000 -27,8945 -16,1985
4,00 -20,7795* 3,90398 ,000 -28,4434 -13,1156
5,00 -67,8879* 2,84085 ,000 -73,4648 -62,3111
6,00 -60,0062* 3,48764 ,000 -66,8527 -53,1596
2,00 1,00 -,8610 4,82594 ,858 -10,3348 8,6128
3,00 -22,9075* 4,21653 ,000 -31,1849 -14,6300
4,00 -21,6405* 4,91385 ,000 -31,2869 -11,9941
5,00 -68,7489* 4,12011 ,000 -76,8371 -60,6607
6,00 -60,8672* 4,59005 ,000 -69,8779 -51,8564
3,00 1,00 22,0465* 2,97896 ,000 16,1985 27,8945
2,00 22,9075 4,21653 ,000 14,6300 31,1849
4,00 1,2670 3,11937 ,685 -4,8566 7,3906
5,00 -45,8415* 1,59995 ,000 -48,9823 -42,7006
6,00 -37,9597* 2,57935 ,000 -43,0232 -32,8962
4,00 1,00 20,7795* 3,90398 ,000 13,1156 28,4434
2,00 21,6405* 4,91385 ,000 11,9941 31,2869
3,00 -1,2670 3,11937 ,685 -7,3906 4,8566
5,00 -47,1084* 2,98776 ,000 -52,9737 -41,2432
6,00 -39,2267* 3,60831 ,000 -46,3101 -32,1432
5,00 1,00 67,8879* 2,84085 ,000 62,3111 73,4648
2,00 68,7489* 4,12011 ,000 60,6607 76,8371
3,00 45,8415* 1,59995 ,000 42,7006 48,9823
4,00 47,1084* 2,98776 ,000 41,2432 52,9737
6,00 7,8818* 2,41852 ,001 3,1340 12,6296
6,00 1,00 60,0062* 3,48764 ,000 53,1596 66,8527
2,00 60,8672* 4,59005 ,000 51,8564 69,8779
3,00 37,9597* 2,57935 ,000 32,8962 43,0232
4,00 39,2267 3,60831 ,000 32,1432 46,3101
5,00 -7,8818* 241852 001 -12,6296 -3,1340

*. The mean difference is significant at the .05 level.

Jelmagyarézat:

14-4. Melléklet: A tél eleji és a tél végi zsigerelt testtomegek statisztikai 6sszehasonlitasa
koresoportonkénti bontésban.

1- malac november
3- stildé november
5- felnétt november

2- malac januar
4- sildé januar
6- felnétt januar




Descriptives

TTOMEG
95% Confidence Interval
for Mean
Std. Lower Upper
N Mean Deviation Std. Error Bound Bound Minimum Maximum
1,00 227 91,4599 24,72503 1,64106 88,2262 94,6936 45,00 175,00
2,00 226 78,1757 15,80707 1,05147 76,1037 80,2477 40,00 123,00
3,00 113 40,7195 12,79819 1,20395 38,3340 43,1049 21,00 74,00
4,00 130 39,2908 14,09165 1,23592 36,8455 41,7361 20,00 76,00
5,00 34 17,1441 4,65378 ,79812 15,5203 18,7679 10,00 25,00
6,00 34 18,5794 4,58851 ,78692 16,9784 20,1804 10,00 27,00
Total 764 64,5979 31,17330 1,12781 62,3839 66,8119 10,00 175,00
Multiple Comparisons
Dependent Variable: TTOMEG
LSD
Mean
Difference 95% Confidence Interval
(I) VARKORC  (J) IVARKORC (I-J) Std. Error Sig. Lower Bound | Upper Bound
1,00 2,00 13,2842* 1,67119 ,000 10,0035 16,5650
3,00 50,7404 2,04754 ,000 46,7209 54,7600
4,00 52,1691* 1,95611 ,000 48,3291 56,0092
5,00 74,3158* 3,27049 ,000 67,8955 80,7361
6,00 72,8805* 3,27049 ,000 66,4602 79,3008
2,00 1,00 -13,2842* 1,67119 ,000 -16,5650 -10,0035
3,00 37,4562* 2,04904 ,000 33,4337 41,4787
4,00 38,8849* 1,95769 ,000 35,0418 42,7280
5,00 61,0315 3,27143 ,000 54,6094 67,4537
6,00 59,5963* 3,27143 ,000 53,1741 66,0184
3,00 1,00 -50,7404* 2,04754 ,000 -54,7600 -46,7209
2,00 -37,4562* 2,04904 ,000 -41,4787 -33,4337
4,00 1,4287 2,28737 /532 -3,0616 5,9190
5,00 23,5754* 3.,47876 ,000 16,7462 30,4045
6,00 22,1401* 3,47876 ,000 15,3109 28,9692
4,00 1,00 -52,1691* 1,95611 ,000 -56,0092 -48,3291
2,00 -38,8849* 1,95769 ,000 -42,7280 -35,0418
3,00 -1,4287 2,28737 532 -5,9190 3,0616
5,00 22,1467* 3,42575 ,000 15,4216 28,8717
6,00 20,7114* 3,42575 ,000 13,9863 27,4364
5,00 1,00 -74,3158* 3,27049 ,000 -80,7361 -67,8955
2,00 -61,0315* 3,27143 ,000 -67,4537 -54,6094
3,00 -23,56754* 3,47876 ,000 -30,4045 -16,7462
4,00 -22,1467* 3,42575 ,000 -28,8717 -15,4216
6,00 -1,4353 4,31340 739 -9,9029 7.0323
6,00 1,00 -72,8805* 3,27049 ,000 -79,3008 -66,4602
2,00 -59,5963* 3,27143 ,000 -66,0184 -53,1741
3,00 -22,1401* 3,47876 ,000 -28,9692 -15,3109
4,00 -20,7114* 3,42575 ,000 -27,4364 -13,9863
5,00 1,4353 4.31340 739 -7,0323 99029

*. The mean difference is significant at the .05 level.

Jelmagyaréazat: 1- Kan 2- Koca
3- Kansild8 4- Emsesiildd
5- Kanmalac 6- Emsemalac

14-5. Melléklet: Az ivar és korcsoport szerint elkiilonitett vaddiszndk zsigerelt testtdmegének statisztikai
dsszehasonlitasa.




Oneway

Descriptives
VESINDEX
95% Confidence
Interval for Mean
Std. Lower Upper
N Mean Deviation Std. Error Bound Bound Minimum Maximum
1,00 58 3,4916 1,83781 ,24132 3,0083 3,9748 1,00 9,13
2,00 41 4,5644 2,44892 ,38246 3,7914 5,3374 1,20 12,40
3,00 20 2,5965 1,09502 ,24485 2,0840 3,1090 1,33 6,13
4,00 11 2,9600 2,31667 ,69850 1,4036 4,5164 1,23 8,90
Total 130 36472 2,10579 18469 3,2818 4.0126 1,00 12,40
ANOVA
VESINDEX
Sum of b
Squares df Mean Square F Sig.
Between Groups 63,170 3 21,057 5214 ,002
Within Groups 508,860 126 4,039
Total 572,030 129

Post Hoc Tests

Multiple Comparisons
Dependent Variable: VESINDEX

LSD
Mean
Difference 95% Confidence Interval
(I) KORIVAR  (J) KORIVAR (I-J) Std. Error Sig. Lower Bound Upper Bound
1,00 2,00 -1,0728* ,41004 ,010 -1,8843 -,2614
3,00 ,8951 52111 ,088 -,1362 1,9263
4,00 ,5316 ,66089 423 - 7763 1,8394
2,00 1,00 1,0728* ,41004 ,010 ,2614 1,8843
3,00 1,9679* ,54812 ,000 ,8832 3,0526
4,00 1,6044* ,68238 ,020 ,2540 2,9548
3,00 1,00 -,8951 ,52111 ,088 -1,9263 ,1362
2,00 -1,9679* ,54812 ,000 -3,0526 -,8832
4,00 -,3635 ,75437 ,631 -1,8564 1,1294
4,00 1,00 -,5316 ,66089 423 -1,8394 7763
2,00 -1,6044* ,68238 ,020 -2,9548 -,2540
3,00 ,3635 75437 631 -1,1294 1.8564

*. The mean difference is significant at the .05 level.

Jelmagyarazat: 1- Kanok
2— Koecdk
3~ Buldck

4- Malacok

15-1. Melléklet: Az ivar és korcsoport szerint elkiilonitett vaddisznok vesezsir-indexeinek statisztikai
Osszehasonlitdsa.



Oneway

Descriptives

VESINDEX
95% Confidence Interval
for Mean
Std. Lower Upper
N Mean Deviation Std. Error Bound Bound Minimum Maximum
1,00 34 4,2418 1,76604 ,30287 3,6256 4,8580 1,93 8,90
2,00 58 3,6598 2,52069 ,33098 2,9970 4,3226 1,09 12,40
3,00 11 3,2864 1,58732 47860 2,2200 4,3527 1,00 6,20
4,00 27 3,0185 1,48852 ,28647 2,4297 3,6074 1,07 6,60
Total 130 3,6472 2,10579 18469 3,2818 40126 1,00 12,40
ANOVA
VESINDEX
Sum of
Squares df Mean Square E Sig.
Between Groups 24,132 3 8,044 1,850 142
Within Groups 547,898 126 4,348
Total 572,030 129
Post Hoc Tests
Multiple Comparisons
Dependent Variable: VESINDEX
LSD
Mean
Difference 95% Confidence Interval
() HELYSZIN _ (J) HELYSZIN (I-J) Std. Error Sig. Lower Bound | Upper Bound
1,00 2,00 ,5819 ,45041 ,199 -,3094 1,4733
3,00 ,9554 , 72333 189 -,4760 2,3868
4,00 12232 ,53754 025 ,1595 2,2870
2,00 1,00 -,5819 ,45041 ,199 -1,4733 ,3094
3,00 3735 ,68577 587 -,9837 1,7306
4,00 6413 ,48582 ,189 -,3201 1,6027
3,00 1,00 -,9554 72333 ,189 -2,3868 4760
2,00 -,3735 ,68577 ,587 -1,7306 ,9837
4,00 ,2678 , 74590 720 -1,2083 1,7440
4,00 1,00 -1,2232* ,53754 ;025 -2,2870 -,1595
2,00 -,6413 ,48582 ,189 -1,6027 ,3201
3,00 - 2678 74590 720 -1.7440 1,2083

*. The mean difference is significant at the .05 level.

Jelmagyarézat: 1- Ropoly
2- Sasostd
3= 6t falu
4- Szabad tertlet

15-2. Melléklet: A vizsgalati helyszinek szerint elkiilonitett vaddisznok vesezsir-indexeinek statisztikai
Osszehasonlitasa.




